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Long-read sequencing and de movo genome assemblies reveal
complex chromosome end structures caused by telomere
dysfunction at the single nucleotide level

Eunkyeong Kim, Jun Kim, Chuna Kim, and Junho Lee
(Nucleic Acids Research, 08 March 2021)
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1. A A(genome; AlE)
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2. €A1 A (chromosome)
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3. GAH ERE - " Zu|oi(telomere)
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