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+=1-¥: Oxidative stress response and programmed cell death
guided by NAC013 modulate pithiness in radish taproots
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Oxidative stress response and programmed cell death guided by NACO013
modulate pithiness in radish taproots

Nam V. Hoang, Suhyoung Park, Chulmin Park, Hannah Suh, Sang-Tae Kim, Eunyoung Chae,
Byoung-Cheorl Kang, Ji-Young Lee
(The Plant Journal, in press)
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